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SEQUENCE LISTING 



£3 
hi 



in 



(1) GENERAL INFORMATION 

(i) APPLICANTS: 

(A) NAME: 

(B) STREET: 

(C) CITY: 

(E) COUNTRY: 

(F) POSTAL CODE: 

(ii) TITLE OF INVENTION: 



(iii) NUMBER OF SEQUENCES: 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: 

(B) STREET: 

(C) CITY: 

(D) STATE: 

(E) COUNTRY: 

(F) POSTAL CODE: 

(v) COMPUTER READABLE F 

(A) MEDIUM TYPE: 

(B) COMPUTER: 

(C) OPERATING SYS 

(D) SOFTWARE: 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 
(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT 
INFORMATION: 

(A) NAME/ 
(C) REFERENCE: 

(ix) TELECOMMUNICATION 
INFORMATION: 

(A) TELEPHONE: 

(B) /TELEFAX: 



Advanced TechnologiesXCambridge) Limited 
Globe House, 1 Water/Street 
London 
England 
WC2R 3LA 

of Plant Fibres 




American Tobacco (Investments) Limited 
Regents Park Road 
Southampton 
Hampshire 
England 
S015 8TL 



Diskette 3.50 inch 
ViglenP5/75 
MS-DOS Windows 95 
Microsoft Word 97 



Not yet known 
Not yet known 



Mrs. M.R. Walford/ Mr. K.J.H. MacLean 
RD-ATC-19 



01703 777155 
01703 779856 
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INFORMATION FOR SEQ.ID. NO:l 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 

MOLECULE TYPE: 

(vi) ORIGINAL SOURCE: 
(A) ORGANISM: 

(xi) SEQUENCE DESCRIPTION: 



488 bps 
Nucleic acid 
DoGble 
inear 



Eucalyptus grandis 



SEQ. ID.NO:!: 




ATQGGQGGQG CTICTQGGTA IGGGf 



CAACACIGCA GCJ.TJ.GAGCA 
GGGCATGITA OGAGAIQCGG 
GGGACCATCA TGGTCAOGGC 
CTCCAAQGAC 
TQQCOGAGCC 
CAGGITTCCr 
C^CXATCAAT 



TACAGGCAAG GCEA.TGGGAC 



CAACAATQ3C CTGAQCIGOG 



AOCCCAGGIG G1QCCTCCCG 



TTTT TGCCCTCCCA ACITGGCOCT 



QGIGCAACCC CCCTCTCCZG CACITOGATA 



'G CAGATTGOCC AGIACAAAGC TGGGATTCTC 



T TCOGICTGIG AAGAAAGGAG GQCTAAQGTT 



ACTTCAAdT GGIGCIGATC ACCAAOGIGG 



GAGGTCCIGGAGATGTOGAT TTOGTITCGA TCAAGGGCIC GAGGACIGGT 



TGTCAAGGAA CTQGGGGAAA AACIGGCA 



50 
100 
150 
200 
250 
300 
350 
400 
450 
488 
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(ii) 
(vi) 



INFORMATION FOR SEQ. ID. NO:2 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 

MOLECULE TYPE : 



ORIGINAL SOURCE: 

(A) ORGANISM: 



475 base pati 
Nucleic ac-ul 
Double y 
Linea 



(xi) SEQUENCE DES 



ATOGGGGGGG CAT3QGGCTA 



Eucalyptus grandis 



SEQ. ID. NO:2: 



TACAGCCAAG GCIMGGCkC 




CAACACTGCA GCTITGAGCA CKKXpIXJ^CP^O^TG^ CH3^GCTGOG 



G3GCATGITA CGAGATQQGG 



GGGACCATCA TGCTCAOQGC 



ACCOCAGGIG GTGOCTCCOG 



TTT TGCOCTCCTA ACITOGCCCT 



CTCCAAOGAC 



IT GGTGCAACCC CXXTCTCCAG CACITOGATA 



TQGCOGAGOC TGCITTCITG CAGAITGCCC AGTACAAAGC T03GATTGTC 



aDGGITTCCT 



T TQCCTGIGIG AAGAAAGGAG GG2IAAGGIT 



ACITCAGCTG TGCTGCTC5VT CAXAACGTG 



GTGATCTCCA TIOCCTTTCC ATCAAGAGCT CC^GGACIGG 



ATCTGAAGGA ATTCA 



50 
100 
150 
200 
250 
300 
350 
400 
450 
475 



(ii) 
(vi) 



INFORMATION FOR SEQ. ID. NO:3 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 

MOLECULE TYPE: 

ORIGINAL SOURCE: 

(A) ORGANISM: 



494 base pz 
Nucleic a/id 
Double/ 
Lines 



(xi) SEQUENCE DESCRIPTION: 



Euclayptus grandis 



SEQ. ID. NO:3: 



ATGGGGGGGG CATGTDQGITA 



GEACAGIGCC GGCITGAGCT OGA r 



CACAGGGCTA CCCATCGCAA 50 



AGEAOCIGCG 100 




QQGCITGCrr QGAGCTCGGG 



GGIAQCCCGT CGGIGATCCT 



QGGGCIOGCG GCAGA 



AGATTTTGIG GTQOCTCCCT 150 



GAcrrcrocc ctcggaacta 200 



G0QGGIG3IG GAACrrCOOG CAGGAGCACT 250 



TOGAGATCTC 
GIGGIGCCIA 
GAGATTCACA 



'C TTOGOOGAGA TIGQGGTGCG AAGGGCIGAT 300 



GAGGGTGAAC TGICIGAGAA GG3GIGGIUT 350 



ACICICACIT CITTCAGGIG TTGGIGACGA 400 



AGATGGGGAG GIGATIGCCA TGAAAATCAA G03OCGAAA 450 



TACQGATGGC AAGAAACIGG GGCAAAAACT GGGA 



494 



40 



(2) 



INFORMATION FOR SEQ. ID. NO:4 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 



(U) MOLECULE TYPE: 



437 base paij 
Nucleic ac;k 
Double 
Linear/ 



(vi) ORIGINAL SOURCE: 
(A) ORGANISM: 



(xi) SEQUENCE DESC 



QCCT3CTCCG OTGACATTGG 



OCTIGAOGCT GAACQQGATC 



TAGGCCACQG GGAQGATCCC GGCOCICIAC TGCGCAATGT GCIGGAAGAC 



GGGCTGGGAG 





Eucalyptus grandi 
SEQ. ID. No. 4 



ATQQGITQCC ACOGQCTCCT TGATQC] TIG ATGQCCACGG AGIQCACATC 



GAGGITGAAA TAAGAATQGC 



TOCT3CACCT CACICITOGG 



T QGAGTIGAGG AGGCTQGCAC CAOQCICCIG 



GAGGGCAGAA GIT3GTOGCC GTGACCACAA TQGQGQCCG3 GAGGCACCAC 



GAGCICAAAG CAOGCGCOGC AGCTCAGCCC 



AATGCACTGC TCAGIQGAGC TGIGITTGIG CGGTACCCIT 



ATTOXATAA. CCACAQGCQC OCCCCAT 
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INFORMATION FOR SEQ. ID. NO:5 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 



(ii) MOLECULE TYPE: 



(vi) ORIGINAL SOURCE 

(A) ORGANISM: 



437 bas 
Nuclei 
Double 
ear 



(xi) SEQUENCE DESC 



Eucalyptus grandis 
SEQ. ID. No. 5 




ATGGGTDGCC ACCGGGTOCT TGA r 
CCCTGCIOOG OCGACATIGG 



^AT0GCC?\CX3G AGIQGAGATC 
GAQGTTGAAA TAAGAATGGC 



OGTTGAOQCT 



TAGGCCACAG 



AQGCTGGGAG 



CXTTCCX3CITC TOCTQCAOCT CACTCITOGG 



C GG0CCT3IAC TCOGCAATGT GCTOGAAGAC 



T GGAGITGAGG AGQCTOGCAC CACCCTCCTC 



'C GTCACAACAA TOGOGCCOQG GAGGCACCAC 



TCAOGGACCG GAGCTCAAAG CAOQQGCCGC AQCTCAGCOC 



AATGCACTGC TCAGTCCAGC TCIGITTGIG CXDC^IAQXTT 



\TAG ATTCCCATAA CCA.CAOGCCC CCXXCAT 



50 
100 
150 
200 
250 
300 
350 
400 
437 




35. 
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INFORMATION FOR SEQ. ID. NO:6 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 



(ii) MOLECULE TYPE: 



(vi) ORIGINAL SOURCE: 
(A) ORGANISM: 

(xi) SEQUENCE DESCRIPTION 



488 base pair# 
Nucleic acic 
Double 
Linear . 



Eucalyptus grandis 
SEQ. ID. No. 6 




CCTTGACATG GTCIGCCACC TICTO 



TGACGITGQC TGQGCGQQCG 



GAGITGCOGT TGATGGIGAA 



cxrrociGiAc 



GGAAGAQQGG 



GCGADGGACT 



a\i^^gacgag CTTG&AGIAT 
CCTCTCCTOC TQG&QGICAC 



CGATGCQGQC TOQGIACTIG GO^ASGIGCT 



TQGAAGTGGT GTIGQGG03G GTIGCACCAT 



CCGOQQQQCT TGITI133GAG GGOGITGITT QQ0GGGCAC2V AGITTCT3GC 



CX^GGCAGGA CTITCOGTD3 TTCACGCAOC 



!C GAGCTCAGCC CXJITI'ITIAA CA3Q30CGIG 



GOGIGITCGT ACOGEAGCCC TQGCICTACA GGITGOCG 



50 
100 
150 
200 
250 
300 
350 
400 
448 



(2) INFORMATION FOR SEQ. ID. NO:7 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 9 nucleotides 

(B) TYPE Nucleic acic 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 



(ii) MOLECULE TYPE : 



(xi) SEQUENCE DESCRIPTION: 

ATOGIGGIGC NICTQQSTm 



Key I = Inosine 

N = A, G, T, or C 



'SEQ. ID. No. 7 




(2) 



INFORMATION FOR SEQ. ID. NO:8 



(i) SEQUENCE C 

(A) LENGTH: 

(B) TYPE 

(C) STRANDEDNESS: 

(D) TOPOLOGY: 



CTERISTICS: 



20 nucleotides 
Nucleic acid 
Single 
Linear 



(ii) MOLECULE TYPE: 



Synthetic DNA 



(xi) SEQUENCE DESCRIPTION: 



SEQ. ID. No. 8 



TGCCARTTYT GNCCCCARTT 



Key R/= A or G 
= T or C 



N = A, G, T or C 



